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>NTP1_chrXII ATGGGGG TTCCTATCTGGGCTGGTTGTTTGCTGGTGTTGGGTGTGAGTTTGATCCTCCCTTTAGGAGGCTGTGCCGACGAGCCAGCGACACTTCGCGGAGTGAGCGCCGAGACAG,
>NTP2_chrXII = ....... G e e e e e e e e e e e e e A e e e it e e e G...........
>NTP3 chrXII = ....... L
SXM 0038863092, 1 ... e e e e
SABS525222 .1 e e e e e e e e e e e e e e G...........
SABOL10444 .1 e e e e e e e e G...........
SCLone 1 e e e e e e e e e e e e e e e e e e e
SCLONE 2 e e e e e e e e e e e e e e e e e e
SCLONE 3 e e e e e e e e e e e e e e e e e e
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>NTP1_chrXII ACATATTTCTGCCGGTAAAGCACGCCTGCAGGACCTCCGCGATGCGGAACGTCGCTGTCATGATGCCTGGCAAGCAATTGTTGTGATCGATGGAGGCAGTAGTGCGACGCGGACGAATGT
SNTP2_ CRIXII L.ttt e e e e
SNTP3 CRIXIT L.ttt e e
SEM 003886392, 0 ...
DSABS25222.1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
DN = 0 s G....
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D O <3 2T
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>NTP1_chrXII ATTTCTGGCGAAGACCCGGTCATGCCCACGTGGAGGCCGACACATTGACCCCGACAGTATTCGACTCCTCGGCGCGGGTAAGCGCTTCGCAGGACTTCGTGGAGTTTTAGAAAGCTGGCT
b i o S
SNTP3 CRIXIT Lttt e e
SXM 003886392, 1 ... . e e e
DSABS25222.1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
DN = 0 e
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>NTP1_chrXII AGACGCGTACGCTGGAGAGGACTGGGAGTCGAGGTCTGTTGATTCCAAGCGTCTCTTCCAGCACGTTCCTGAGATGGAAGACAGTGCAAGGGGCCTCATGCAGCTCTTGGAGGACGACGC
b = .
>NTP3_cthII ........................................................................................................................
SEM 003886392, 0 ..ot e e e e e e e e e e e
SABS25222 .1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
D= L0 0 e
D O <+ T
D O <+ T
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>NTP1_chrXII AGTTCGCATCTTGGACGAGAAACTCACTGAGGAACAAAAGGTTCAGGTTCAAGCGATGGGCGTTCCAGTCCTGCTGTGCAGCACGGCAGGAGTTCGTGATTTCCACGACTGGTACCGCGA
b 19 = ) < . & 3 SN N N N N N N N NN NS
b b 2 T )+ . & 5 I N N N N N N N NN NN
SEM 0038886392, 0 ... e e e e
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>NTP1_chrXII AGCCCTCTTTGTCATTCTTCGCTTTCTCATCAATCACCCGAAGCCTGGCCACGGGTACAAATTCTTCACCAACCCCGAATGGACCCGACCGATCACGGGCGCTGAGGAAGGTCTGTACGC
SNTP2 _CRIXII L.ttt e e e
b b9 2 T )+ . & 5 SN N N N N N NN N NS
SEM 0038886392, 0 ... e e e
D N =Y
DN = 1 0 s
D O < ¢ T
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>NTP1_chrXII ATTTCTCGCGCTCAACCATCTTTCGGGGCGGTTAGGCGAAGACCCAGCTAGGTGTTACGTTGATGAATACGGGATGAAGCAGTGCCGCAATGACCTTGTTGGCGTGGTTGAAGTGGGCGG
b i 7 o
SNTP3 CRIXIT Lottt e e e
SXM 003886392, 1 ... e e
DN 2o
DN = 0 e
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>NTP1_chrXII TGCTTCTACCC. TCGTTTTTCCACTACAGGACGGCACTGCCCTGCCCTCGTCCATCCGTGCCGTTAACCTGCAGCACGAACGCTTTCTCCCATCGCGTTTTCCGAGTGCCGACGTCAT
b g 3 i o
SNTP3 ChIXIT L.t e b
SXM 003886392, 1 ... e
DN 2o
DN = 0 e Y )
D O <+ T
D O <+ T
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>NTP1_cthI I ATCGGTTTCTTTTATGCAGCTGGGTGTGGCCAGTTCCTCCGGACTGTTTTTCAAGGAGCTGTGCAGTAACGCCGAATTTCGGCATCAGGGGATTTGCTATAATCCCTGTATTTTCAGAGG
SNTP2_ChIEXIT oottt ittt ettt ettt e e e ettt e e e e e e e e e e e e e e e e e
b 2 T
SKEM 003886392, 0 ... e e e e e e e
DN =
DN = 0 s
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>NTP1_chrXII CTTCCGACAGGCCTGTTCCGCGGGCGATGTCGAGATCCTTCCAGACGGAACCATAGTTGTGGATGAAGATGTGCGAAAGAACAAGCTGAAGCCGGTGGCGACATCTTGCTCAGCGAA
SNTP2_ CRIXII L.ttt e e e e Al
b b9 2 T )+ . & 5 S N N N NN NN NN
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>NTP1_chrXII TCCGGAAATTAGTTTCAAGGCAATGAATGAAATGCAATGTCGCGAAAACAAGATTGATCCGACGAAATCACTCGCGGAGCGGCTGAGGATCGACGACTGCTTCCAGATTGTAGGAACTGG
SNTP2_chrXII = ... ... ..., N T o ettt ettt ettt e e e e et e e e e e e e e e
SNTP3 CRIXIT L.ttt e e
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>NTP1_chrXII TGATTTCGACACATGCCAAGCCCAGGTAGAAGAACTTCTCGTCAGTCCCAGGTTTCCACTTCCAGCGAACATTGAGGCAGCGTCGTCAGGCTTCGAATCTGTTGGTCAGGTTTTCAAGTT
b g 3 s o
SNTP3 CRIXIT L.ttt e e e e
SXM 003886392, 1 ... e e
DSABS25222.1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
DN = 0 s
D O <+ T
D O < ¢ T
D O <3 2T

1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560

S [ O O (o [ IS O O e IS (o I I I P I
>NTP1_chrXII CGCGTCTACGGCGTCGCCGATGGTCATTACAGGAGGAGCGATGTATGCGAGCATCAGCACAATGCAAGGTTTCGGACTTCTTCCGAAAGACTTCCAGGGTGATCTAGAACAACTGATAGC
SNTP2_ChIXIT oottt ittt et et e e e e e e e e e e e e e e e e e o
SNTP3 _ChrXII L. e e e e G e G e
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>NTP 1_cthI I TGCATCACGTACATACTGTTCGTCTCCAGTAGTTAACAGTGGAGATGGCCTTGTCATTCAGTTGCC CGCGGAACAAAAGCTGACTAGTATGAACTACGACTTATGCAAGACGATCGC
>NTP2_cthI T e e e e e e e e e e e e e e e B e et ettt ettt e e e e e e G..iii it
>NTP3_cthI T e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e e e e e e e e G. .ttt
SKEM 003886392, 0 ..o e e e e e e
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>NTP1_chrXII GCTGACTGTTTCGCTGCTTCAGCACATGGAGGCAGGCGAGCATAAACCGTCATCCATTTCCTGGCAAAAAACCGTTGTGGGACCAGATGGAAAACCACGTGCTGATCTTGGGTGGCATGT
D 1 =07 <)+ < C..
SNTP3 chrXII ................ B PP
SEM 0038886392, 0 ... e e e
DN =Y C..
>AB010444.1 = .. ..........e... B ettt et e e et e e i e e Gttt e e e e e e et e e e e
>Clone 1 = ..., B e e e e e e et e e it i et e N
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>NTP 1_cthI I TGGGGCAATTCTTCATCGTGTCCTCTTCACGGAAGAATGGGGACGTACAGCTTATGAGACGGGATTTACCTACAACATGTGA
SNTP2_ChrXIT Lottt ittt ettt e ettt e e e e e e
SNTP3_CREXIT ottt ettt ettt et et e et e e e e e e e e e e e e e e e
SXM 003886392, 0 ...t -
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D O < ¢ T
SCLONE 2 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
SCLONE B e e e e e e e e e e e e e e e e e e e e e e e e e e e e
Primer Sequence
Fw-T7 TAATACGACTCACTATAGGG
Fw-1 GAGCTCATGGCCGACGAGCCAGCGACACTT
Fw-int-1 CGTCGTCAGGCTTCGAATCTGTT
Fw-int-2 GATTTCCACGACTGGTACCG
Rv-SP6 ATTTAGGTGACACTATAG
Rv-1 GGCCTTAATTAATCACATGTTGTAGGTAAATCCCG
Rv-int-1 TTCTTCTACCTGGGCTTGGC
Rv-int-2 ACGCTTGGAATCAACAGACCT




